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Input Set : 



Output Set: 



Started: 2008-11-05 11:33:21.560 
Finished: 2008-11-05 11:33:47.238 

Elapsed: 0 hr(s) 0 min(s) 25 sec(s) 678 ms 
Total Warnings: 4 3 
Total Errors: 0 
No. of SeqIDs Defined: 44 6 
Actual SeqID Count: 44 6 

Error code Error Description 

W 402 Undefined organism found in <213> in SEQ ID (3) 

W 402 Undefined organism found in <213> in SEQ ID (4) 

W 402 Undefined organism found in <213> in SEQ ID (5) 

W 402 Undefined organism found in <213> in SEQ ID (6) 

W 213 Artificial or Unknown found in <213> in SEQ ID (7) 

W 213 Artificial or Unknown found in <213> in SEQ ID (8) 

W 213 Artificial or Unknown found in <213> in SEQ ID (9) 

W 213 Artificial or Unknown found in <213> in SEQ ID (10) 

W 402 Undefined organism found in <213> in SEQ ID (15) 

W 402 Undefined organism found in <213> in SEQ ID (16) 

W 402 Undefined organism found in <213> in SEQ ID (19) 

W 402 Undefined organism found in <213> in SEQ ID (20) 

W 402 Undefined organism found in <213> in SEQ ID (29) 

W 402 Undefined organism found in <213> in SEQ ID (30) 

W 402 Undefined organism found in <213> in SEQ ID (37) 

W 402 Undefined organism found in <213> in SEQ ID (38) 

W 402 Undefined organism found in <213> in SEQ ID (41) 

W 402 Undefined organism found in <213> in SEQ ID (42) 

W 402 Undefined organism found in <213> in SEQ ID (43) 

W 402 Undefined organism found in <213> in SEQ ID (44) 



Input Set : 



Output Set: 



Started: 2008-11-05 11:33:21.560 

Finished: 2008-11-05 11:33:47.238 

Elapsed: 0 hr(s) 0 min(s) 25 sec(s) 678 ms 

Total Warnings: 4 3 

Total Errors: 0 

No. of SeqIDs Defined: 44 6 

Actual SeqID Count: 44 6 

Error code Error Description 

W 402 Undefined organism found in <213> in SEQ ID (79) 

W 402 Undefined organism found in <213> in SEQ ID (80) 

W 402 Undefined organism found in <213> in SEQ ID (97) 

W 402 Undefined organism found in <213> in SEQ ID (98) 

This error has occured more than 20 times, will not be displayed 

W 213 Artificial or Unknown found in <213> in SEQ ID (441) 

W 213 Artificial or Unknown found in <213> in SEQ ID (442) 

W 213 Artificial or Unknown found in <213> in SEQ ID (443) 

W 213 Artificial or Unknown found in <213> in SEQ ID (444) 

W 213 Artificial or Unknown found in <213> in SEQ ID (445) 

W 213 Artificial or Unknown found in <213> in SEQ ID (446) 
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<210> 1 

<211> 26 

<212> DNA 

<213> Aspergillus terreus 



<210> 2 
<211> 26 
<212> DNA 

<213> Aspergillus terreus 
<400> 2 

ggatccttag aaatcttgaa agtatt 2 6 



<400> 



1 



gaattcatgg aattcgttgc agaaag 



26 



<210> 



3 



<211> 34 
<212> DNA 

<213> Aspergillus nidulans 
<400> 3 

gcggccgcgg cgcccggccc atgtcaacaa gaat 34 



<210> 4 
<211> 25 
<212> DNA 

<213> Aspergillus nidulans 
<400> 4 

ccgcggccga gtggagatgt ggagt 2 5 



<210> 5 
<211> 30 
<212> DNA 

<213> Aspergillus nidulans 
<400> 5 

catggggccc cgtgatgtct acctgcccac 30 



<210> 6 
<211> 30 
<212> DNA 

<213> Aspergillus nidulans 
<400> 6 

catgatcgat tgtgggtagt taatggtatg 30 



<210> 7 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence used for PUMPl PCR. 

<400> 7 

acaaaaaagc aggctccaca atgacat ccc accacggtga 4 0 



<210> 8 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence used for PUMPl PCR. 



<400> 8 

acaagaaagc tgggttcatt cgctccgtcc tttct 



35 



<210> 9 

<211> 40 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic oligonucleotide sequence used for PUMP 2 PCR 

<400> 9 

acaaaaaagc aggctccaca atgggccgcg gtgacactga 4 0 



<210> 10 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for PUMP2 PCR. 

<400> 10 

acaagaaagc tgggtctatt gggtaggcag gttga 35 



<210> 11 
<211> 29 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 11 

cgcggatccc gacatattcg aggttgact 2 9 



<210> 12 

<211> 29 

<212> DNA 

<213> Saccharomyces cerevisiae 



<400> 12 

cccaagcttg ctagaaatat gaaccttcc 



29 



<210> 13 

<211> 34 

<212> DNA 

<213> Aspergillus niger 



<400> 13 

catggggccc tctctccacc ggcactaaga tagc 



34 



<210> 14 
<211> 35 
<212> DNA 

<213> Aspergillus niger 
<400> 14 

cgcggatcca gcattggaaa aggagggggg ggaag 35 



<210> 15 
<211> 34 
<212> DNA 

<213> Aspergillus nidulans 
<400> 15 

cgcggatcca tcacaacaag ttggtaacag tatc 34 



<210> 16 
<211> 32 
<212> DNA 

<213> Aspergillus nidulans 
<400> 16 

ggactagtta acaagacaca cttcttcttc tt 32 



<210> 17 
<211> 33 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 17 

cgcggatcct atcttcactc aatatacttc eta 33 



<210> 18 
<211> 33 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 18 

cccaagcttc atcgttgaaa cttgataacg cac 33 



<210> 19 

<211> 33 

<212> DNA 

<213> Aspergillus nidulans 



<400> 



19 



cgcggatccg actaatgaga gactataaat tag 33 



<210> 20 
<211> 33 
<212> DNA 

<213> Aspergillus nidulans 
<400> 20 

ccgctcgagc tatagaatag tgcaagtgga age 33 



<210> 21 
<211> 1629 
<212> DNA 

<213> Aspergillus terreus 
<400> 21 

atgacatccc accacggtga aacagagaag ccacagagca acacggctca aatgeagata 60 

aatcatgtca ctggcctcag getaggectg gttgtggttt cagtcactct ggtggcgttt 120 

ctgatgetet tggatatgtc catcattgtc aeggegatte ctcacattac cgcccagttt 180 

cattccctgg gcgatgtcgg atggtacgga agtgcgtatc ttctatcaag ctgtgccctc 240 

caacccttgg caggcaaact atacactctg ttgaccctga aatacacctt cctcgctttt 300 

ctcgggttgt ttgagattgg ateggttett tgcggcactg ctcgttcgtc aaccatgttg 360 

attgtagggc gagcagtggc cggaatggga gggtegggge tcaccaatgg cgcaatcacc 42 0 

attctgtegg cggcagctcc aaagcaacag caaccgctct tgattgggat catgatgggc 480 

etaagecaaa tegecattgt atgtggaccg ttgcttgggg gtgetttcac gcagcacgca 540 

agttggcggt ggtgttttta catcaacctt cccattgggg cgtttgccac atttctcctt 600 

ctcgtcatcc agatccccaa cagattgeca tccacgtcgg attcaaccac agaeggcaca 660 

aaccccaaga gaagaggggc tegggaegtc ttgacccaac tggatttcct tggattcgtg 720 

ctcttcgccg gttttgegat catgatatct ettgetttgg agtggggtgg gtctgattat 780 

gcgtggaata gttccgtgat categgcttg ttctgtgcgg cgggcgtgtc gctggtgctg 840 

tteggatget gggaaeggea tgtcggcggt gcagtggcca tgattcccat ttccgtggcc 900 

agtcgtcgcc aagtctggtg ctcctgcttc ttcctcggct ttttttcegg ggccctactt 960 

attttctcct actacctgcc tatctacttc caggeggtea agaatgtttc tcccaccatg 1020 

agtggagtgt atatgetgee gggcattggt ggacagatcg teatggegat tgtgacgggt 108 0 

gcaatcatcg gtaaaacagg etattaegtt ccgtgggcgc tegcaagegg gatccttgtg 1140 



tccatatccg ccggactggt atcgaccttc cagccggaaa cctcgattgc agcatgggtc 1200 

atgtatcagt tcctgggagg cgtgggccga ggatgcggaa tgcaaacccc tgtcgtcgcc 1260 

attcaaaatg cgctgcctcc acaaacgagc cccatcggca tttcgctagc catgttcggc 1320 

cagacattcg gtggctcgct ttttctcacc ctgaccgaat tggtttttag caatggtttg 1380 

gactctggtc tgcgccaata tgcgccaacc ctcaatgcac aggaggtaac agccgcaggg 1440 

gccaccggct tccgccaagt ggtccccgct cctctcatct ctcgggtcct cttagcatac 1500 

agtaaaggcg tggaccatgc attctacgtt gcggtcggtg cgtctggagc taccttcatc 1560 

ttcgcctggg gtatgggccg gcttgcctgg agaggctggc ggatgcagga gaaaggacgg 162 0 

agcgaatga 162 9 



<210> 22 
<211> 542 
<212> PRT 

<213> Aspergillus terreus 
<400> 22 

Met Thr Ser His His Gly Glu Thr Glu Lys Pro Gin Ser Asn Thr Ala 
15 10 15 

Gin Met Gin lie Asn His Val Thr Gly Leu Arg Leu Gly Leu Val Val 
20 25 30 

Val Ser Val Thr Leu Val Ala Phe Leu Met Leu Leu Asp Met Ser lie 
35 40 45 

lie Val Thr Ala lie Pro His lie Thr Ala Gin Phe His Ser Leu Gly 
50 55 60 

Asp Val Gly Trp Tyr Gly Ser Ala Tyr Leu Leu Ser Ser Cys Ala Leu 
65 70 75 80 

Gin Pro Leu Ala Gly Lys Leu Tyr Thr Leu Leu Thr Leu Lys Tyr Thr 
85 90 95 

Phe Leu Ala Phe Leu Gly Leu Phe Glu lie Gly Ser Val Leu Cys Gly 
100 105 110 

Thr Ala Arg Ser Ser Thr Met Leu lie Val Gly Arg Ala Val Ala Gly 
115 120 125 

Met Gly Gly Ser Gly Leu Thr Asn Gly Ala lie Thr lie Leu Ser Ala 
130 135 140 

Ala Ala Pro Lys Gin Gin Gin Pro Leu Leu lie Gly lie Met Met Gly 
145 150 155 160 

Leu Ser Gin lie Ala lie Val Cys Gly Pro Leu Leu Gly Gly Ala Phe 
165 170 175 



Thr Gin His Ala Ser Trp Arg Trp Cys Phe Tyr lie Asn Leu Pro lie 
180 185 190 



Gly Ala Phe Ala Thr Phe Leu Leu Leu Val lie Gin lie Pro Asn Arg 
195 200 205 

Leu Pro Ser Thr Ser Asp Ser Thr Thr Asp Gly Thr Asn Pro Lys Arg 
210 215 220 

Arg Gly Ala Arg Asp Val Leu Thr Gin Leu Asp Phe Leu Gly Phe Val 

225 230 235 240 

Leu Phe Ala Gly Phe Ala lie Met lie Ser Leu Ala Leu Glu Trp Gly 
245 250 255 

Gly Ser Asp Tyr Ala Trp Asn Ser Ser Val lie lie Gly Leu Phe Cys 
260 265 270 

Ala Ala Gly Val Ser Leu Val Leu Phe Gly Cys Trp Glu Arg His Val 
275 280 285 

Gly Gly Ala Val Ala Met lie Pro lie Ser Val Ala Ser Arg Arg Gin 
290 295 300 

Val Trp Cys Ser Cys Phe Phe Leu Gly Phe Phe Ser Gly Ala Leu Leu 
305 310 315 320 

lie Phe Ser Tyr Tyr Leu Pro lie Tyr Phe Gin Ala Val Lys Asn Val 
325 330 335 

Ser Pro Thr Met Ser Gly Val Tyr Met Leu Pro Gly lie Gly Gly Gin 
340 345 350 

lie Val Met Ala lie Val Thr Gly Ala lie lie Gly Lys Thr Gly Tyr 
355 360 365 

Tyr Val Pro Trp Ala Leu Ala Ser Gly lie Leu Val Ser lie Ser Ala 
370 375 380 

Gly Leu Val Ser Thr Phe Gin Pro Glu Thr Ser lie Ala Ala Trp Val 

385 390 395 400 

Met Tyr Gin Phe Leu Gly Gly Val Gly Arg Gly Cys Gly Met Gin Thr 
405 410 415 

Pro Val Val Ala lie Gin Asn Ala Leu Pro Pro Gin Thr Ser Pro lie 
420 425 430 

Gly lie Ser Leu Ala Met Phe Gly Gin Thr Phe Gly Gly Ser Leu Phe 
435 440 445 

Leu Thr Leu Thr Glu Leu Val Phe Ser Asn Gly Leu Asp Ser Gly Leu 
450 455 460 



Arg Gin Tyr Ala Pro Thr Leu Asn Ala Gin Glu Val Thr Ala Ala Gly 
465 470 475 480 



Ala Thr Gly Phe Arg Gin Val Val Pro Ala Pro Leu lie Ser Arg Val 
485 490 495 

Leu Leu Ala Tyr Ser Lys Gly Val Asp His Ala Phe Tyr Val Ala Val 

500 505 510 

Gly Ala Ser Gly Ala Thr Phe lie Phe Ala Trp Gly Met Gly Arg Leu 

515 520 525 

Ala Trp Arg Gly Trp Arg Met Gin Glu Lys Gly Arg Ser Glu 



<210> 23 
<211> 1464 
<212> DNA 

<213> Aspergillus terreus 
<400> 23 

atgggccgcg gtgacactga gtccccgaac ccagcgacga cctcggaagg tagcggacaa 60 

aacgagccag agaaaaaggg ccgtgatatt ccattatgga gaaaatgtgt cattacgttt 12 0 

gttgttagtt ggatgactct agtcgttact ttctccagta cttgtcttct tcctgccgcc 180 

cctgaaatcg cgaatgaatt tgatatgact gtcgagacta tcaatatctc caatgctggt 240 

gtcttggttg ccatgggata ttcatccctc atatggggtc ccatgaacaa gttagtcggc 300 

aggcggacat catacaatct ggccatttca atgctttgtg cgtgctccgc tggaacggca 360 

gcggcgataa acgagaaaat gttcatagcg ttcagagtat tgagcggctt aaccggaacc 42 0 

tcgttcatgg tctcaggcca aactgttctt gcagatatct ttgagcctgt ttaccgtggg 480 

acggccgtag gtttcttcat ggccgggact ctttctggcc ctgcaatagc ctgcgtggga 540 

ggggtcatcg tcactttcac gagttggcgt gttatcttct ggcttcaact aggtatgagc 600 

ggactggggc tcgtgctttc cctgctattt ttcccgaaaa tcgaaggaac ttctgagaag 660 

gtctcaacgg cgtttaaacc gaccacactt gtttcaatca tatcgaaatt ctccccaacg 720 

gatgtgctca agcagtgggt gtatccaaat gtctttcttg ccgtaagtgc ctgggagata 780 

tgccctctgc atctactgga aacgaaatgc tcatgccgca aacaaaagga cttatgctgt 840 

ggcctcctgg cgattacgca atattcgatc ctgacttcag ctcgtgctat attcaactca 900 

cggtttcatt taacgactgc cctagtatcg ggtctcttct acctcgctcc aggtgccggg 960 

ttcctgatag ggagtctcgt cggcggtaaa ctttcggatc gcaccgttcg gagatacata 1020 

gtaaagcgcg gattccgtct ccctcaggat cgactccaca gcgggctcat cacattgttt 1080 

gccgtgctgc ctgcgggaac gctcatttac gggtggacac tccaagagga taagggtggg 114 0 



atggtagtgc ccataatcgc ggcgttcttc gcgggctggg ggctcatggg cagttttaac 1200 

tgcctgaaca cttacgtggc tgtagaagcc ttgccacgga accggtctgc agtcattgca 1260 

ggaaagtata tgattcaata ctccttttct gcagggagta gtgcgctcgt tgtgcccgtc 1320 

atagacgccc tcggagttgg atggacgttc acgctatgtg tggttgcttc gactatagct 1380 

ggattgatca cggcggccat cgcacggtgg gggataaata tgcaaaggtg ggcagaaagg 144 0 

gctttcaacc tgcctaccca atag 1464 



<210> 24 
<211> 487 
<212> PRT 

<213> Aspergillus terreus 
<400> 24 

Met Gly Arg Gly Asp Thr Glu Ser Pro Asn Pro Ala Thr Thr Ser Glu 
15 10 15 

Gly Ser Gly Gin Asn Glu Pro Glu Lys Lys Gly Arg Asp lie Pro Leu 
20 25 30 

Trp Arg Lys Cys Val lie Thr Phe Val Val Ser Trp Met Thr Leu Val 
35 40 45 

Val Thr Phe Ser Ser Thr Cys Leu Leu Pro Ala Ala Pro Glu lie Ala 
50 55 60 

Asn Glu Phe Asp Met Thr Val Glu Thr lie Asn lie Ser Asn Ala Gly 
65 70 75 80 

Val Leu Val Ala Met Gly Tyr Ser Ser Leu lie Trp Gly Pro Met Asn 
85 90 95 

Lys Leu Val Gly Arg Arg Thr Ser Tyr Asn Leu Ala lie Ser Met Leu 
100 105 110 

Cys Ala Cys Ser Ala Gly Thr Ala Ala Ala lie Asn Glu Lys Met Phe 
115 120 125 

lie Ala Phe Arg Val Leu Ser Gly Leu Thr Gly Thr Ser Phe Met Val 
130 135 140 

Ser Gly Gin Thr Val Leu Ala Asp lie Phe Glu Pro Val Tyr Arg Gly 
145 150 155 160 

Thr Ala Val Gly Phe Phe Met Ala Gly Thr Leu Ser Gly Pro Ala lie 
165 170 175 

Ala Cys Val Gly Gly Val lie Val Thr Phe Thr Ser Trp Arg Val lie 
180 185 190 

Phe Trp Leu Gin Leu Gly Met Ser Gly Leu Gly Leu Val Leu Ser Leu 



195 



200 



205 



Leu Phe Phe Pro Lys lie Glu Gly Thr Ser Glu Lys Val Ser Thr Ala 
210 215 220 

Phe Lys Pro Thr Thr Leu Val Ser lie lie Ser Lys Phe Ser Pro Thr 

225 230 235 240 

Asp Val Leu Lys Gin Trp Val Tyr Pro Asn Val Phe Leu Ala Val Ser 
245 250 255 

Ala Trp Glu lie Cys Pro Leu His Leu Leu Glu Thr Lys Cys Ser Cys 

260 265 270 

Arg Lys Gin Lys Asp Leu Cys Cys Gly Leu Leu Ala lie Thr Gin Tyr 
275 280 285 

Ser lie Leu Thr Ser Ala Arg Ala lie Phe Asn Ser Arg Phe His Leu 
290 295 300 

Thr Thr Ala Leu Val Ser Gly Leu Phe Tyr Leu Ala Pro Gly Ala Gly 
305 310 315 320 

Phe Leu lie Gly Ser Leu Val Gly Gly Lys Leu Ser Asp Arg Thr Val 
325 330 335 

Arg Arg Tyr lie Val Lys Arg Gly Phe Arg Leu Pro Gin Asp Arg Leu 
340 345 350 

His Ser Gly Leu lie Thr Leu Phe Ala Val Leu Pro Ala Gly Thr Leu 
355 360 365 

lie Tyr Gly Trp Thr Leu Gin Glu Asp Lys Gly Gly Met Val Val Pro 
370 375 380 

lie lie Ala Ala Phe Phe Ala Gly Trp Gly Leu Met Gly Ser Phe Asn 
385 390 395 400 

Cys Leu Asn Thr Tyr Val Ala Val Glu Ala Leu Pro Arg Asn Arg Ser 
405 410 415 

Ala Val lie Ala Gly Lys Tyr Met lie Gin Tyr Ser Phe Ser Ala Gly 
420 425 430 

Ser Ser Ala Leu Val Val Pro Val lie Asp Ala Leu Gly Val Gly Trp 
435 440 445 

Thr Phe Thr Leu Cys Val Val Ala Ser Thr lie Ala Gly Leu lie Thr 
450 455 460 

Ala Ala lie Ala Arg Trp Gly lie Asn Met Gin Arg Trp Ala Glu Arg 
465 470 475 480 



Ala Phe Asn Leu Pro Thr Gin 
485 



<210> 25 
<211> 2229 
<212> DNA 

<213> Aspergillus terreus 
<400> 25 

atggagagtg cagagctgtc gtcgaagcgg caggcatttc ctgcatgtga tgagtgccgg 60 

atccgtaagg tccgatgcag caaggagggt ccaaagtgct cccattgcct ccgatataac 12 0 

ctaccctgtg aattctccaa caaagtggcg cgcgacgtcg agaagctcgg gagtcgggtt 180 

ggagatatcg aacatgccct ccaacgatgc ctgtccttta ttgatgccca tcagggcttt 240 

cgtgatctat caaggccaca gtcacaagaa agcgggtaca caagctcaac cagctcagaa 30 0 

gagtgtgaag taaacttgta ctcaggcaaa cacacttcac ccaccgagga agatggattc 360 

tggcctctcc acggttatgg ctcttttgtt tcactcgtca tggaggcaca ggctgctaac 420 

gccaacctaa cctcttggtt accggtcgat atgaccagcg gccaagtcgc agagatggtc 480 

gcatttgacc gccaagctgt gtcagctgtg cgctcgaagg tggctgaggc gaatgaaacg 540 

cttcaacaga tcattgagga tatcccaaca ctatcggcat ccgaaaacga tacctttctc 600 

ccgtctcttc caccccgcgc tctagtggag ccgtctatca acgaatattt caagaagctg 660 

catccacgac tccctatatt tagtcgacag actatta 



